
 Table 2. Association analysis between chemical activity in the p53RE assay and chemical‐induced 

increased expression of downstream genes in the p53 signaling pathway 
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Bold text: significant association after Bonferroni correction. 
N_P: number of chemical–gene interactions (CHEMICAL results in increased expression of 
GENE); N: number of Tox21 chemical in Comparative Toxicogenomics Database (CTD); n_p: 
number of chemical–gene interactions (CHEMICAL results in increased expression of GENE) that 
the chemical is also active in p53RE assay; n: number of chemical–gene interactions (CHEMICAL 

results in increased expression). 




